A new compound, 4-acetyl-5-hydroxy-3, 6, 7-trimethylbenzofuran-2(3H)-one (1), together with two known compounds, 2-carboxy-3-(2hydroxypropanyl) phenol (2) and 5-methyl-6-hydroxy-8-methyoxy-3-methylisochroman (3) were isolated from the fungus Alternaria sp. (HS-3) associated with a sea cucumber from the Yellow Sea in China. Their structures were elucidated by spectral methods.
Marine-derived fungi have been the sources of novel second metabolites, a considerable number of which display promising biological and pharmacological properties [1] . Seven new indole diketopiperazines, along with twelve known ones, were isolated from the holothurian-derived fungus Aspergillus fumigatus [2] . Diterpene glycosides from the fungus Acremonium striatisporum isolated from a sea cucumber, Eupentacta fraudatrix, exhibited cytotoxic action against Ehrlich carcinoma cells [3] [4] [5] . In this article, we report the isolation of a new benzofuran derivative (1), together with two known compounds, 2-carboxy-3-(2-hydroxypropanyl) phenol (2) [6] and 5-methyl-6-hydroxy-8-methyoxy-3methylisochroman (3) [7] , from the fungus Alternaria sp. (HS-3) associated with a sea cucumber. , and a methine carbon at δ 39.1. 1 H-1 H COSY revealed a contiguous sequence of coupled signals from H-9 to H-13. The HMBC data (Table 1) , especially the correlations from the OH-5 (δ 10.8) to C-4, C-5 and C-6 unambiguously assigned the positions of the hydroxyl groups. Additionally, the correlations from H-9 to C-2, C-3, C-4 and C-8, indicated that the methine was attached to C-3 of the benzene ring. Thus, compound 1 was established as 4acetyl-5-hydroxy-3, 6, 7-trimethylbenzofuran-2(3H)-one. 
Identification of the endophytic isolate:
The endophytic fungus was grown on PDA for 5 days at 28°C. Genomic DNA was extracted and purified using the Fungal DNA Kit 50 (OMEGA, USA), according to the manufacture's instructions, suitably modified. For identification and differentiation, the Internal Transcript Spacer regions (ITS1F and ITS2) and the intervening 5.8S rRNA region was amplified and sequenced. The ITS regions of the fungus were amplified by PCR with the universal ITS primers, ITS1F (5'-CTT GGT CAT TTA GAG GAA GTAA-3') and ITS4 (5'-TCC TCC GCT TAT TGA TAT GC-3'). The PCR products were then purified and desalted using the EZ Spin column PCR product purification kit (BBI) and sequenced. The sequencing results were aligned with the nucleotide-nucleotide database (BLASTn) of the U.S. National Center for Biotechnology Information (NCBI) for final identification of the endophytic isolate.
Fermentation, extraction, and isolation:
The fungal strain was cultivated in 50 L lipid medium at 28°C without shaking for 28 days. Two hundred and fifty 500 mL Erlenmeyer flasks each contained 2.0 g glucose, 0.4 g yeast extract and 0.4 g peptone dissolved in 200 mL of seawater. The cultures (50 L) were filtered through cheesecloth. The filtrate was concentrated to 5 L below 50°C and extracted 3 times by shaking with an equal volume of ethyl acetate. The combined organic extracts were subjected to silica gel CC, eluting with a gradient of light petroleum to ethyl acetate. Fractions of 40 mL were collected and combined by TLC examination. Fractions containing the desired compounds were further purified by Sephadex LH-20 chromatography, eluting with mixtures of light petroleum-CHCl 3 -MeOH (2:1:1), which yielded compounds 1 (5.0 mg), 2 (31.0 mg), and 3 (6.0 mg). -5-hydroxy-3,6,7-trimethylbenzo-furan-2 
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